Figure S1
Figure S1. Un-rooted neighbor-joining tree illustrating the phylogenetic relationships of aioE gene in different As III oxidizers showed in Fig. 1A . The bootstrap values were generated from 500 pseudoreplicates.
Figure S2
Figure S2. The products of PCR using DNA (A) or RNA (B) as template using the primers showed in Fig. 1B . The primers were performed with the primers in Table S2 . A', 129 bp, B', 246 bp, C', 274 bp, D', 321 bp, E', 139 bp, F', 210 bp, G', 226 bp, H', 188 bp, and I', 117 bp. Total RNA was extracted from strain GW4 grown in MMNH4 medium with or without 0.25 mM As(III). M, the molecular weight marker (DL 2000 plus). Amplicon identities were confirmed by DNA sequencing. A. tumefaciens strains GW4, GW4-ΔaioA, GW4-ΔaioA-C, GW4-ΔaioE, GW4-ΔaioE-C, GW4-ΔcytC, and GW4-ΔcytC-C were inoculated onto the MMNH4 agar plates containing 100 μM Pi and 0.25 mM As III . After 48 h incubation, 0.1 M AgNO3 was flooded onto the plates. Brown precipitate indicates the presence of As V , whereas yellow indicates As III . (B) Qualitative analysis of As V reduction using KMnO4 staining. A. tumefaciens strains GW4, GW4-ΔaioA, GW4-ΔaioA-C, GW4-ΔaioE, GW4-ΔaioE-C, GW4-ΔcytC, and GW4-ΔcytC-C were inoculated onto the MMNH4 liquid medium containing 100 μM Pi and 1 mM As test the cotranscription of depH and acr3
test the cotranscription of acr3 and arsC1
test the cotranscription of arsC1 and arsC2
test the cotranscription of arsC2 and arsR Table S2 . Primers used in this research. Cloning of aioAB for over-expression of AioAB * The bolded sequences denote the reverse complement sequences for the crossover PCR, while the underlined sequence denotes the restriction enzyme sites.
